. PCR-analysis of BAC DNA after Red/ET recombination. (A) Clone analysis after integration of full-length huntingtin cDNA containing 98Q residues into the BAC. Clones were analysed by PCR across the 5´ insertion site with primers cp1 and cp2 (expected amplicon size: 951 bp; amplicon size varies due to polymerase slippage during the amplification of the Q repeat section) and across the 3´ insertion site with primers cp3 and cp4 (expected amplicon size: 385 bp). (B) Clone analysis after counterselection on BAC RP23-106l19-FL-HTT-98Q. Clones were analyzed by PCR across the counterselection site with primers cp1 and cp2 (expected amplicon size: 701 bp).

